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19 


947 


63 . 0 


1506 


3 


US- 10- 278- 942-1 


Sequence 1, Appli 




20 


947 


63.0 


1506 


3 


US -10-6 94 -352-1 


Sequence 1, Appli. 




2 1 


934.8 


62 . 2 


1518 


2 


US- 08- 114-695A-6 


Sequence 6, Appli 




22 


933.4 


^\62 . 1 


1485 


2 


US-08-299-810A-27 S 


Sequence 27, Appl 




23 


931.4 


oSv 0 


269223 


3 


US-09-596-002-41 >^ 


Sequence 41, Appl 




24 


918 


61 .I s 


n. 1540 


3 


US -09-228-184-1 / 


Sequence 1, Appli. 




25 


918 


61.1 


^154 0 


3 


Us- 09 -96 7 -37 6/1^ 


Secruence 1, Appli 




26 


918 


61.1 


15X2 


2 


US -08 - 114-68^- 1 


Secruence 1, Appli 




27 


914.8 


60.9 


1542^ 


2 


US- 08 - 757/^653 - 158 


Secruence 158, App 




28 


914 . 8 


60.9 


1542 




US- 09 -wS - 3 5 5 - 2 


Sequence 2, Appli 




29 


914 . 8 


60.9 


1542 


3 


- 09^5 20- 946-158 


Secruence 158, App 




30 


914 8 


6 0.9 


154 2 


3 


nsVnq - fi ^r- 3 7 ft a- i 5ft 


Sequence 158, App 




3 1 


914 8 


6 0.9 


1542 


3 


J0S-O9\J54 8- 998E-33 


Sequence 33, Appl 




32 


914 8 


6 0.9 


1 542 




ttc; _ i fi-7hu - 07 1 -13 

wO J. IS U \J 1 ± J J 






33 


913 


60.8 


1830121/ 


r 3 




Qpmipnrp 1 Ann] \ 




34 


913 


6 0.8 


183 0V!n. 


3 


U<5- 0 9 - fi4 3 - qW)A- 1 


Sequence 1, Appli 




3 5 


913 


60.8 


18 >012 1 


3 


US - 10-158-86 5^^ 


Sequence 1 , Appl i 




36 


911.4 


60.7 


> /l487 


3 


US -09- 726- 774- 14 


Sequence 14 , Appl 




37 


907 .4 


60. y 


1449 


3 


US-09-602-417-1 X. 


Sequence 1, Appli 




38 


907 


6p<4 


1549 


3 


US-09-492-709A-89 X 


Sequence 89, Appl 




39 


907 


v€0.4 


1549 


3 


US-09-492-709A-242 


^ySequence 242, App 




40 


907/ 


f 60.4 


1549 


3 


US-09-492-709A-402 


Sequence 4 02, App 


c 


41 


90S/4 


60.3 


1830121 


3 


US-09-557-884-1 


Secruence 1, Appli 


c 


42 


9 05. 8 


60.3 


1830121 


3 


US-09-643-990A-1 


Sequence 1 , Appli 


c 


43 


y^05.8 


60.3 


1830121 


3 


US-10-158-86S-1 


Sequence 1, Appli 




44y 


'904.8 


60.2 


640681 


3 


US-09-790-988-1 


Sequence 1, Appli 




45 


903.2 


60.1 


1541 


3 


US-09-726-774-2 


Sequence 2, Appli 



ALIGNMENTS 



US-08-632-470-53 

Sequence 53, Application US/08632470 
Patent No. 5976791 
GENERAL INFORMATION: 

APPLICANT: MABILAT, CLAUDE 

APPLICANT: RAOULT, DIDIER 

TITLE OF INVENTION 

TITLE OF INVENTION 

TITLE OF INVENTION 

NUMBER OF SEQUENCES: 



NUCLEOTIDE FRAGMENTS CAPABLE OF 

HYBRIDIZING SPECIFICALLY TO RICKETTSIA RDNA OR RRNA AND 
THEIR USE AS PROBES OR PRIMERS 
53 



CORRESPONDENCE ADDRESS: 

ADDRESSEE : OLIFF & BERRIDGE 
STREET: P.O. BOX 1992 8 
CITY : ALEXANDRIA 
STATE : VA 
COUNTRY : USA 
ZIP: 22320 
COMPUTER READABLE FORM: 

MEDIUM TYPE: Floppy disk 
COMPUTER: IBM PC compatible 
OPERATING SYSTEM: PC-DOS/MS-DOS 
SOFTWARE: Patent In Release #1.0, Version #1.30 
CURRENT APPLICATION DATA: 

APPLICATION NUMBER: US/08/632,47 0 
FILING DATE: 08 -JUL- 1996 
CLASSIFICATION: 435 
ATTORNEY/AGENT INFORMATION : 
NAME: BERRIDGE, WILLIAM P 
REGISTRATION NUMBER: 30,024 
REFERENCE /DOCKET NUMBER: WPB 3823 8 
TELECOMMUNICATION INFORMATION: 
TELEPHONE: ( 703 >- 83 6- 64 00 
TELEFAX: ( 7 03 ) - 83 6 - 27 87 
INFORMATION FOR SEQ ID NO: 53: 
SEQUENCE CHARACTERISTICS: 
; LENGTH: 1484 base pairs 

TYPE: nucleic acid 
; STRANDEDNESS : single 

; TOPOLOGY: linear 

; MOLECULE TYPE: DNA (genomic) 

US-08-632-470-53 



Query Match 6 6.2%; Score 994.6; 

Best Local Similarity 82.5%; Pred. No. 0; 
Matches 1194; Conservative 0; Mismatches 



DB 2,- Length 1484; 
24 5; Indels 9; 



Gaps 



Qy 



Db 



18 TGCTTAACACATGCAAGTCGAACGGTAACATAATAAATGTTTTTTACATTTATGGATGAC 77 

II MM II II II II II I I I I ill M | I | I II II 
4 5 TGCTTAACACATGCAAGTCGAACGGCAGCGCAGGGAGNCTT NCTCCTGGCGGCGA 99 



Qy 7 8 GAGTGGCGGACGGGTGAGTAACGCGTAGGAACCTACCTTTTAGTGGGGGATAGCAGTGGG 13 7 

1 1 MM I! II II Ml 1 1 II II IMIIMM lllllll llllllllllll I III 

Db 100 GAGTGGCGGACGGGTGAGTAATGCGTAGGAATCTACCTTGTAGTGGGGGATAACCTGGGG 159 

Qy 13 8 AAACTACTGGTAATACCGCATGATACTTTAGAGTTAAAACTAGCTGAATTTTATAGCTTG 197 

Mill I 1 1 1 1 1 1 1 1 II II II I I Ml I II II I II I 

Db 16 0 AAACTCGGGCTAATACCGTATAAT- CTCTTTGGAGCAAAGCGGGGGATCTTCGGACCTCG 218 
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Qy 


196 


Db 


219 


Qy 


258 


Db 


279 


Qy 


318 


Db 


339 


Qy 


378 


Db 


399 


Qy 


438 


Db 


459 


Qy 


498 


Db 


518 


Qy 


558 


Db 


578 


Qy 


618 


Db 


638 


Qy 


678 


Db 


698 


Qy 


738 


Db 


757 


Qy 


798 


Db 


817 


Qy 


858 


Db 


877 


Qy 


918 


Db 


937 


Qy 


978 


Db 


997 


Qy 


1037 


Db 


1057 


Qy 


1097 


Db 


1117 


Qy 


1157 


Db 


1177 


Qy 


1217 


Db 


1237 


Qy 


1277 


Db 


1297 


Qy 


1337 


Db 


1357 


Qy 


1397 


Db 


1417 


Qy 


1457 


Db 


1477 



inn mi i nn in nniiiiinnn inn in innnii 



mil! mm minim iiiiinimmmmiii innnii 



iiiiinimiiiinmimniininmm i ii 1 1 1 1 1 1 r » 1 1 1 1 1 1 



III MM INI IIMIIUI MM II I! Mil MM MM | | |||||| | 



I II III I I I 



iimim i i nn linn minimi hi 



i i i i i i i i i i i i i i i i i t i iii iiimiimisiiniii i minimi i 



i 1 1 1 ii 1 1 1 1 1 1 iimim iimim in m 



i mi nn 



ii in mil nun iiiiim i mimiimiiinimnn 



mini iiiiim nm iimimimi n m mi n imnii 



IN 1 1 M 1 1 1 1 1 1 1 1 M 1 1 1 ! I M 1 1 1 1 1 1 1 1 I M 1 1 1 1 1 1 1 1 J 1 1 II II II 



i inn mi iiiiim i ii i mini i iimim inn i 



iiiiiimiii 1 1 1 1 1 1 1 1 1 1 1 1 1 iiniiiiini mmmiiii mini 



1 1 M I II M M M 1 1 M 1 1 M 1 1 M M 1 M 1 1 M ! 1 1 II M II 1 1 1 1 1 1 M Mill II 



III I llll 



linn 



iimim nm iiiniimmmn 



II MM MM Ml II II II NNN II II II II II II I IMIMI Ml Mil MM II 



MIMMMIMM II III llll lllll III I II Ml Ml M II MIMI II 



mm i iii ii ii 1 1 1 ii i m 1 1 1 1 1 mini mimmimiimi 



linn iniiiini nn iii in mm in i 



i NNN ii ii i iii mm mim iinimiiiimiminiiiii 



nm 



iimmimiiim 1 1 1 1 1 1 ii 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ii 



im i ii mnm n nn nm mi m n i inn ii 



i i n 



RE$t>rf 2 
US-y90^6-774-4 



http://es/ScoreAccessWeb/Get!tem.action?AppId=10524152&seqId=: 



5 3 8654&ItemName=us. . 



9/12/06 
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14 

15 

16 

W 

18^ 

19 

20 

21 

22 

23 

24 

25 

26 

27 

28 

29 

30 

31 

32 

33 

34 

35 

36 

37 

38 

39 

40 

41 

42 

43 

44 

45 A 



1011.8 
1011.8 
1011.6 
1011 .2 
.1011.2 
Q 1.2 

r&ii 
ioio/5 

1010.2 
1010 
1010 
1009.8 
1009.8 
1009.4 
1009.4 
1008.2 
1008.2 
1007.6 
1007.6 
1007.4 
1007.2 
1006.8 
1005.8 
1005.4 
1005.2 
1005.2 
1005. 
1004 .8 
1004 . 

ip 

y03 . 
L003 . 



67.4 
67.4 
67.4 
67.3 
67 , 
67 
67 
67 
v 67 



.3 
.3 
. 3 
.3 
. 3 
7.2 
6T 
67 
67 

67.2 
67.2 
67.1 
67.1 
67.1 
67.1 
67.1 
67.1 
67.0 
67.0 
66.9 
66.9 
66 
^. 9 
'66.9 
66. 9 
66.8 
66.8 
66.8 



1499 
1509 
1502 
1487 
1507 
1527 
1499 
1497 
1503 
1536 
1536 
I486 
500 
14^8 
1499 
2051 
2420 
1504 
1506 
1534 
1498 
11000Q 
15^ 
32 
1505 
110000 
110000 
1500 
1570 
1502 
110000 
110000 



1 UGA53524 6 
15 AB021408 
1 DQ337061 
IS MSP414655 
AB05891O 
AF152597 
AY007296 
TYSRRDA 
DQ270612 



15 
15 
15 
15 
1 



1 AY662000 
1 AY957925 
15 AY744776 
1 AB015250 
1 AY344381 
15 AY007295 

DQ00942 
1 NAY6 2 7,2^83 
TO049 
*8914 
AJ84Taj9 
AF15079& 
CR6 28 3 3 7_ 
AJ843078 
AF521582 
AB186839 
15 CR628336_31 
15 CR628337_04 
1 AJ704662 
1 DQ234156 
15 AJ745717 
15 CR628336_04 
15 CR628336~06 



AJ53524 6 Unculfeure 

AB0214 08 P^udomon 
DQ3 3 7 0 6 l^dncul t ure 
AJ4 14^55 Methyloba 
ABO8B910 Legionell 
152597 Methyloba 
' / AY007296 Methylosa 
L01575 Thyasira fl 
DQ270612 Unculture 
AY662000 Unculture 
AY957925 Unculture 

AY744776 Legionell 
AB015250 Unculture 
AY3443 81 Unidentif 

AY007295 Methyloba 
DQ009423 Unculture 
AY627383 Unculture 
AB21004 9 Unculture 
AB058914 Legionell 
AJ843079 Marinomon 
AF1507 96 Methylomo 
Continuation (31 o 
AJ84 3078 Marinomon 
AF521582 Gamma pro 
AB18683 9 Unculture 
Continuation (32 o 
Continuation (5 of 
AJ704662 Unculture 
0234156 Unculture 

&74 5717 Methanotr 
Continuation (5 of 
Continuation (7 of 



ALIGNMENTS 



RESUL T 1_ 
LOCUS 

DEFINITION 

ACCESSION 
VERSION 
KEYWORDS 
SOURCE 

ORGANISM 



TITLE 

JOURNAL 
REFERENCE 

AUTHORS 

TITLE 

JOURNAL 
REFERENCE 

AUTHORS 

TITLE 

JOURNAL 

FEATURES 

source 



rRNA 
ORIGIN 



AY054370 1502 bp DNA linear ENV 29-APR-2004 

Uncultured gamma proteobacterium 16S ribosomal RNA gene, partial 
sequence . 

AY054370 

AY054370.1 GI:29690386 
ENV. 

uncultured gamma proteobacterium 
uncultured gamma proteobacterium 

Bacteria; Proteobacteria; Gammaproteobacteria,- environmental 
samples . 

ljbasesj- to-lSOQ), 

fn^y^^^ ^Ere ^nrD ♦ h . , Perez, B., Velasco,A., Henriquez,R. and 
McKerizie, J.D. 

Intracellular bacteria associated with the ascidian Ecteinascidia 
turbinata: Phylogenetic and in situ hybridisation analysis 
Mar. Biol. 143, 99-110 (2003) 

2 (bases 1 to 1502) 

Perez,B., Velasco,A., Henriquez,R. 
Marine bacteria 16S rRNA gene from 
Unpublished 

3 (bases 1 to 1502) 
Perez, B. , Velasco,A., Henriquez,R. 
Direct Submission 

Submitted (30-AUG-2001 ) Biotechnology, 
Tres Cantos, Madrid 2 87 60, Spain 

Location/Qualifiers 

1. .1502 

/organism^ "uncultured gamma proteobacterium" 
/mol_type= "genomic DNA" 

/specif ic_host="Ecteinascidia turbinata" 
/db_xref="taxon: 8647 3" 
/environment al_sample 
<1. . >1502 

/product"" 16S ribosomal RNA" 



and Sanchez-Puelles, J.M. 
Mediterranean ascidian 



and Sanchez-Puelles , J. M. 



Pharroa Mar S.A., c/Calera 3, 



Query Match 100. 0%; 

Best Local Similarity 100. 0%j 
Matches 1502; Conservative 



Score 1502; DB 1; 

Pred. No. 1.2; 
0; Mismatches 0; 



Length 1502; 



Indels 



0 ; Gaps 



Qy 



Db 



1 ATGAATTCTGGTGGCACTGCTTAACACATGCAAGTCGAACGGTAACATAATAAATGTTTT 6 0 

I !tl II II I! Mill II MM M MM II I! ilMHI I! Ill Ml Mil llllllll II 

1 ATGAATTCTGGTGGCACTGCTTAACACATGCAAGTCGAACGGTAACATAATAAATGTTTT 6 0 



Qy 61 TTACATTTATGGATGACGAGTGGCGGACGGGTGAGTAACGCGTAGGAACCTACCTTTTAG 12 0 

MM II II II IMM II II II II III! II II lllllll MMI I MM Mill Mill M 

Db 61 TTACATTTATGGATGACGAGTGGCGGACGGGTGAGTAACGCGTAGGAACCTACCTTTTAG 120 

Qy 121 TGGGGGATAGCAGTGGGAAACTACTGGTAATACCGCATGATACTTTAGAGTTAAAACTAG 18 0 

Mill II MIMM M II II II MM M MMIIIMIiliMMII IMIMIIM M 

Db 121 TGGGGGATAGCAGTGGGAAACTACTGGTAATACCGCATGATACTTTAGAGTTAAAACTAG 180 
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Qy 


181 


CTGAATTTTATAGCTTGTGCTAAAAGACGGGCCTGCGTTAGATTAGCTTGTTGGTAAGGT 


24 0 




lilllllilliilllillllilllllllllllllllMIIIIIIIIIIIIIMIIIIIIi 

IllllllVIIIVIIIIIIIIIIIVIVIIIVIIIIIIItPllllllllflllllVIIIIIV 




Db 


181 


CTGAATTTTATAGCTTGTGCTAAAAGACGGGCCTGCGTTAGATTAGCTTGTTGGTAAGGT 


240 


Qy 


241 


AACGGCTTACCAAGGCAACGATCTATAG CTGTTCTGAGAGGAAGATCAGC CACACTGGGA 


300 




1 1 1 1 1 1 1 i 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 i 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i i 1 

JIIIIIIIIIIJIIIIIIIIIII1lllillllllilrlllliJIII1llillilill!ll 




Db 


241 


AACGGCTTACCAAGGCAACGATCTATAGCTGTTCTGAGAGGAAGATCAGCCACACTGGGA 


300 


Qy 


301 


CTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGG 


360 




1 1 1 1 I 1 1 1 1 1 i 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 M 1 1 1 1 1 1 II 1 II 1 1 1 I 1 1 i 1 1 1 1 1 1 1 1 

IIILllllllfllllJIIIIIIlllllllllllllllllllllllllltllJIIIIIIII 




Db 


301 


CTGAGATACGGCCCAGACTCCTACGGGAGGCAGCAGTGGGGAATATTGGACAATGGGCGG 


360 


Qy 


361 


AAGCCTGATCCAGCAATGCCAC^TGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTA 


420 




1 1 1 i 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

iiiiiijiiiiiiiiiiiiijijiiiiiiiij|iiitiiiiiifiiiiitiiiiiiiiii 




Db 


361 


AAGCCTGATCCAGCAATGCCACGTGTGTGAAGAAGGCCTTCGGGTTGTAAAGCACTTTTA 


420 


Qy 


421 


TTAG CGAAGAAGATATAATGGTTAAGAGCTTAATATATTTGACGTTAG CTAAAGAAAAAG 


480 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i i f 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 




Db 


421 


TTAGCGAAGAAGATATAATGGTTAAGAGCTTAATATATTTGACGTTAGCTAAAGAAAAAG 


480 


Qy 


481 


CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAA 


54 0 




1 1 1 1 II 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 I 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 




Db 


481 


CACCGGCTAACTCCGTGCCAGCAGCCGCGGTAATACGGAGGGTGCAAGCGTTAATCGGAA 


54 0 


Qy 


541 


TTATTGGGCGTAAAGAGCCTGTAGGTGGATAATTAAGTCAGATGTGAAATCCCAAAGCTT 


600 




1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

1 ! 1 1 F 1 1 1 1 1 1 1 1 1 f 1 1 1 1 J 1 1 1 1 1 1 t 1 1 1 1 1 1 1 1 1 1 1 1 f ) I 1 1 1 1 1 F 1 1 1 1 1 T 1 1 1 1 1 t 




Db 


541 


TTATTGGGCGTAAAGAGCCTGTAGGTGGATAATTAAGTCAGATGTGAAATCCCAAAGCTT 


600 


Qy 


601 


AACTTTGGAACTGCATTTGAAACTAATTATCTAGAGTATAGTAGAGGGTAGAGGAATTTC 


660 




lllllllllllllllllllilllilillllliKIIIIIMMIIIIIIIIIIIIIIIII 




Db 


601 


AACTTTGGAACTGCATTTGAAACTAATTATCTAGAGTATAGTAGAGGGTAGAGGAATTTC 


660 


Qy 


661 


CGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACATCAGTGGCGAAGGCGTCTACCT 


720 




! 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

+ 1 1 1 1 1 1 1 1 1 1 1 1 1 1 l 1 1 1 1 1 1 1 1 1 1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 f 1 




Db 


661 


CGGTGTAGCGGTGAAATGCGTAGAGATCGGAAGGAACATCAGTGGCGAAGGCGTCTACCT 


720 


Qy 


721 


GGGACTAAAACTGACACTGAGAGGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTG 


780 




II 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

IIIIIIIIIIIIIIIIIIIillllllllllllllllllllllllllllllllTllllfll 




Db 


721 


GGGACTAAAACTGACACTGAGAGGCGAAAGCATGGGGAGCAAACAGGATTAGATACCCTG 


780 


Qy 


781 


GTAGTCCATGCCGTAAACTATGAGTACTAACTGTTGGAATTTTTAAATTTTAGTAGTGGA 


840 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 M 1 1 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 
1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 • 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ■ 1 1 1 




Db 


781 


GTAGTC CATG CCGTAAACTATGAGTACTAACTGTTGG AATTTTTAAATTTTAGTAGTGGA 


840 


Qy 


84 1 


GCTAACGCAATAAGTACTCCGCCTGGGGATTACGGCCGCAAGGCTAAAACTCAAAGGAAT 


900 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 I 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 

1 1 1 1 J 1 1 1 1 1 1 1 1 1 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 I l 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 




Db 


841 


GCTAACGCAATAAGTACTCCGCCTGGGGATTACGGCCGCAAGGCTAAAACTCAAAGGAAT 


900 


Qy 


901 


TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAAAACC 


960 




1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 II 1 1 1 1 1 1 1 




Db 


901 


TGACGGGGGCCCGCACAAGCGGTGGAGCATGTGGTTTAATTCGATGCAACGCGAAAAACC 


960 


Qy 


961 


TTACCTACTCTTGAAATCCTTCGTACTTTATAGAGATATAAAGGTGCCTTTGGAACGAAG 


1020 




i i 1 1 1 1 1 1 1 1 1 ! 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 1 1 1 i 1 1 1 1 1 1 1 1 N 1 1 1 1 1 1 1 1 1 1 

1 I I I I [ I I I I I I I I I I I I I I I I 1 1 1 J 1 i 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 f 1 1 1 I 1 1 1 1 1 1 




Db 


961 


TTACCTACTCTTGAAATCCTTCGTACTTTATAGAGATATAAAGGTGCCTTTGGAACGAAG 


1020 


Qy 


1021 


TGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTA 


1080 




1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 

F 1 1 1 1 1 J 1 f 1 1 1 J 1 1 1 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 [ 1 1 F 1 1 1 1 1 1 1 1 1 1 1 1 P 1 1 1 1 1 1 1 




Db 


1021 


TGACAGGTGCTGCATGGCTGTCGTCAGCTCGTGTCGTGAGATGTTGGGTTAAGTCCCGTA 


1080 


Qy 


1081 


ACGAGCGCAACCCTTTCCCTTAGTTGCCAGCGTGTAAAGACGGGGACTCTGAGGGGACTG 


1140 




1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 If 

i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i i t i i i 




Db 


1081 


ACGAGCGCAACCCTTTCCCTTAGTTGCCAGCGTGTAAAGACGGGGACTCTGAGGGGACTG 


1140 


Qy 


1141 


CCGGTGATAAACCGGAGGAAGGCGAGGACGACGTCAAGTCATCATGGTCCTTACGAGTAG 


1200 




1 II 1 1 1 II 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 

1 1 II 1 1 1 1 1 1 1 1 1 1 1 J 1 1 ! 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 I 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 1 < 
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CCGGTGATAAACCGGAGGAAGGCGAGGACGACGTCAAGTCATCATGGTCCTTACGAGTAG 
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GG CTACACACGTGCTACAATGGTATGTACAAAGGG AGG CAAAATTG TAAAATCTAGCAAA 
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GGCTACACACGTGCTACAATGGTATGTACAAAGGGAGGCAAAATTGTAAAATCTAGCAAA 
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TCGCTAGTAATCGCGAATCAGCATGTCGCGGTGAATACGTTCCCGGGCCTTGTACACACC 


1380 
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GCCCGTCACACCACGGAAGTGGAATGCACCAGAAGTGGCTAGGATAACCGAAAGGAGTCC 


1440 
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GCCCGTCACACCACGGAAGTGGAATGCACCAGAAGTGGCTAGGATAACCGAAAGGAGTCC 
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GGTCCCTACGGTGTGTTTCGTAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGAACT 


1500 
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GGTCCCTACGGTGTGTTTCGTAACTGGGGTGAAGTCGTAACAAGGTAGCCGTAGGGAACT 
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GC 1502 
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1Xi bio-hydrogen producing reactor. 



AUTHOR (S) 



CORPORATE SOURCE: 



SOURCE : 



Ren, N. Q. [Reprint Author]; Xing, D. F. ; Gong, M. L. ; Li, 
Q. B. 

Harbin Inst Technol, Sch Municipal and Environm Engn, 
Harbin 150090, Peoples R China 
rnq@hti . edu . cn; ixdf ©yahoo . com . cn 

Wang, XC [Editor]; Chen, R [Editor] . (2005) pp. 161-168. 
Future of Urban Wastewater Systems - Decentralisation and 
Reuse . 

Publisher: CHINA ARCHITECTURE & BUILDING PRESS, 
BAIWANZHUANG XICHENGGU, BEIJING, 10037, PEOPLES R CHINA. 
Meeting Info. : Conference of the International-Water- 



PEOPLES R CHINA. May 18 -20, 
Technol; Int Water Assoc. 



2005. 



DOCUMENT TYPE: 

LANGUAGE: 
ENTRY DATE: 



AB 



Association (IWA) . Xian, 
Xian Univ Architecture & 
ISBN: 7-112-07386-3 (S) . 
Book; (Book Chapter) 
Conference; (Meeting) 
English 

Entered STN: 1 Mar 2006 
Last Updated on STN: 1 Mar 2006 
A laboratory- scale continuous hydrogen production is carried on by using 
molasses as its feed. During these 35 days of the start-up period, 
microbial community dynamics are monitored by using the denaturing 
gradient gel electrophoresis (DGGE) analysis of the V3 region of 16S rRNA 
genes. After running 7-14 days, there is an obvious change in the 
dominant populations of the microbial community. And this change 
accompanies with a change of fermentation type. The dominant populations 
are as follows low G+C gram-positive bacteria, Bacteroides, Actinobacteria 
and y- Proteobacteria, respectively. Most of the hydrogen producing 
bacteria are Clostridium sp., Bacteroides sp., Acetanaerobacterium sp. , 
Megasphaera sp., Bacteroides sp. , and Enterobacter sp., respectively. The 
community structure composition and the amount of dominant population are 
different when the reactor operates in different periods. Different niche 
conditions lead to different enrichment of bacteria, and forms different 
microbial community structures. 
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BIOSIS COPYRIGHT (c) 2006 The Thomson Corporation on STN 
2005:225133 BIOSIS 
PREV200510010159 

Coexistence of bacterial sulfide oxidizers, sulfate 
reducers, and spirochetes in a gutless worm (Oligochaeta) 
from the Peru margin. 

Blazejak, Anna; Erseus, Christer; Amann, Rudolf; Dubilier, 
Nicole [Reprint Author] 

Max Planck Inst Marine Microbiol, Celsiusstr 1, D-28359 
Bremen, Germany 
ndub i 1 i e@mp i - br emen . de 

Applied and Environmental Microbiology, (MAR 2005) Vol. 71, 
No. 3, pp. 1553-1561. 
CODEN: AEMIDF. ISSN: 0099-2240. 
Article 
English 

Entered STN: 16 Jun 2005 
Last Updated on STN: 16 Jun 2005 
Olavius crassitunicatus is a small symbiont- bearing worm that occurs at 
high abundance in oxygen- deficient sediments in the East Pacific Ocean. 
Using comparative 16S rRNA sequence analysis and fluorescence in situ 
hybridization, we examined the diversity and phylogeny of bacterial 
symbionts in two geographically distant O. crassitunicatus populations 
(separated by 385 km) on the Peru margin (water depth, similar to 300 m) . 
Five distinct bacterial phylotypes co-occurred in all specimens from both 
sites: two members of the gamma- Proteobacteria (Gamma 1 and 2 symbionts) , 
two members of the delta- Proteobacteria (Delta I and 2 symbionts), and one 
spirochete. A sixth phylotype belonging to the delta- Proteobacteria 
(Delta 3 symbiont) was found in only one of the two host populations. 



SOURCE : 



DOCUMENT TYPE 
LANGUAGE: 
ENTRY DATE: 



AB 



Three of the 0. crassitunicatus bacterial phylotypes are closely related 
to symbionts of other gutless oligochaete species; the Gamma 1 phylotype 
is closely related to sulf ide-oxidizing symbionts of Olavius algarvensis, 
Olavius loisae, and Inanidrilus leukodermatus, the Delta 1 phylotype is 
closely related to sulf ate-reducing symbionts of 0 . algarvensis, and the 
spirochete is closely related to spirochetal symbionts of 0. loisae. In 
contrast, the Gamma 2 phylotype and the Delta 2 and 3 phylotypes belong to 
novel lineages that are not related to other bacterial symbionts. Such a 
phylogenetically diverse yet highly specific and stable association in 
which multiple bacterial phylotypes coexist within a single host has not 
been described previously for marine invertebrates. 
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TITLE: Bacterial community shift along a subsurface geothermal 

water stream in a Japanese gold mine. 
AUTHOR (S) : Hirayama, Hisako [Reprint Author] ; Takai, Ken; Inagaki, 

Fumio; Yamato, Yu; Suzuki, Masae; Nealson, Kenneth H.; 

Horikoshi, Koki 

CORPORATE SOURCE: Japan Agcy Marine Earth Sci and Technol, Extremobiosphere 

Res Ctr, Subground Animalcule Retrieval SUGAR Project, 2-15 
Natsushima Cho, Yokosuka, Kanagawa 2370061, Japan 
hirayamah® jams tec .go.jp 

SOURCE: Extremophiles, (APR 2005) Vol. 9, No. 2, pp. 169-184.' 

ISSN: 1431-0651. 

DOCUMENT TYPE: Article 

LANGUAGE: English 

ENTRY DATE: Entered STN: 8 Jul 2005 

Last Updated on STN: 8 Jul 2 005 

AB Change of bacterial community occurring along a hot water stream in the 

Hishikari gold mine, Japan, was investigated by applying a combination of 
various culture -independent techniques. The stream, which is derived from 
a subsurface anaerobic aquifer containing plentiful C02, CH4 , H-2, and 
NH4+, emerges in a mine tunnel 320 m below the surface providing nutrients 
for a lush microbial community that extends to a distance of approximately 
7 m in the absence of sunlight- irradiation. Over this distance, the 
temperature decreases from 69 degrees C to 55 degrees C, and the 
oxidation- reduction potential increases from - 130 mV to + 59 mV. In the 
hot upper reaches of the stream, the dominant phylotypes were: 1) a deeply 
branching lineage of thermophilic methane-oxidizing gamma- Proteobacteria, 
and 2) a thermophilic hydrogen- and sulfur-oxidizing Sulf urihydrogenibium 
sp. In contrast, the prevailing phylotypes in the middle and lower parts 
of the stream were closely related to ammonia -oxidizing Nitrosomonas and 
nitrite-oxidizing Nitrospira spp. . Changes in the microbial metabolic 
potential estimated by competitive PCR analysis of genes encoding the 
enzymes, particulate methane monooxygenase (pmoA) , ammonia monooxygenase 
(amoA) , and putative nitrite oxidoreductase ( norB) , also substantiated 
the community shift indicated by 16S rRNA gene analysis. The diversity of 
putative norB lineages was assessed for the first time in the hot water 
environment. Estimation of dominant phylotypes by whole-cell fluorescent 
in situ hybridization and changes in inorganic nitrogen compounds such as 
decreasing ammonium and increasing nitrite and nitrate in the 
mat- interstitial water along the stream were consistent with the observed 
transition of the bacterial community structure in the stream. 
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author] ; Nussbaumer, Andrea [Reprint author] ; Vanura, 
Katrina; Eichinger, Irmgard [Reprint author] ; Schabussova, 
Irma [Reprint author] 
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Institute of Ecology and Conservation Biology, University 
of Vienna, Althanstrasse 14, A- 1090, Vienna, Austria 
j oerg . ott@univie . ac . at 

Nematology, (2002) Vol. 4, No. 2, pp. 187-188. print. 
Meeting Info.: Fourth International Congress of Nematology 
Programme and Abstracts. Tenerife, Canary Islands, Spain. 
June 08-13, 2002. 
ISSN: 1388-5545. 
Conference ; (Meeting) 

Conference; Abstract; (Meeting Abstract) 
English 

Entered STN: 11 Sep 2002 

Last Updated on STN: 11 Sep 2002 
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Bacteria of the genus Roseobacter associated with the toxic 
dinof lagellate Prorocentrum lima. 

Prokic, Ivo; Bruemmer, Franz; Brigge, Theo; Goertz, Hans 
D . ; Gerdts, Gunnar; Schuett, Christian; Elbraechter, Malte; 
Mueller, Werner E. G. [Reprint author] 
Inst. Physiol. Chem. , Abt . Angewandte Mol . 
Duesbergweg 6, D- 55099 Mainz, Germany 
Protist, (Dec, 1998) Vol. 149, No. 4, pp. 
ISSN: 1434-4610. 
Article 
English 

Entered STN: 17 Mar 1999 
Last Updated on STN: 17 Mar 1999 
The dinof lagellate Prorocentrum lima is known to produce diarrhetic 
shellfish poisons. However, it is yet unclear if the dinof lagellates 
themselves or the bacteria associated with them produce the toxins, 
we analyze the toxicity as well as the spectrum of bacteria in two 
cultures of P. lima, namely P. lima-SY and P. lima-ST, which initially 
derived from the same P. lima strain PL2V. Toxicity tests, applying the 
Artemia bioassay revealed in both cultures high levels of toxins. The 
bacteria, associated with the two cultures, were identified by 
PCR/nucleotide sequence analysis of the 16S rRNA gene. From cultures of 
P. lima-SY the dominant sequence was found to share a 93.7% similarity 
with the sequence of Roseobacter algocolus (R. algicola) ; the relative 
abundance was determined to be 83%. In addition three further sequences 
of bacteria, grouped to the alpha- Protobacteria have been 
identified: Paracoccus denitrif icans (90.8%), R. algocolus (94.4%) and 
Rhizobium huakuii (92.6%). The identification of bacteria in P. lima-ST 
revealed that most share highest similarity with Bartonella taylorii but 
with a relatively low score of 87%. In addition to this sequence, two 
sequences with high similarity to the genus Roseobacter were obtained. 
The other sequences identified have not been detected in P. lima-SY. 
Studies with pure bacterial strains, previously isolated from a culture of 
P. lima-ST and subsequently cultured on agar plates, revealed that none of 
them was identical to those identified in the dinof lagellate culture 
itself. An explanation for the change of the spectrum of bacteria in the 
different cultures can only be expected when axenic cultures from P. lima 
are available. 
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Alcanivorax borkumensis gen. nov., sp. nov., a new, 
hydrocarbon- degrading and surf actant -producing marine 
bacterium. 

Yakimov, Michail M. ; Golyshin, Peter N. [Reprint author]; 
Lang, Siegmund; Moore, Edward R. B.; Abraham, Wolf-Rainer; 



ACCESSION NUMBER: 
DOCUMENT NUMBER: 
TITLE : 



AUTHOR (S) 



Luensdorf , Heinrich; Timmis, Kenneth N. 
CORPORATE SOURCE: Div. Microbiol., GBFNatl. Res., Cent. Biotechnol . , 

Mascheroder Weg 1, D-38124 Braunschweig, Germany 
SOURCE: International Journal of Systematic Bacteriology, (April, 

1998) Vol. 48, No. 2, pp. 339-348. print. 
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DOCUMENT TYPE: Article 
LANGUAGE: English 

ENTRY DATE: Entered STN: 22 Jul 1998 
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AB During screening for biosurf act ant -producing, n-alkane- degrading marine 

bacteria, six heterotrophic bacterial strains were isolated from enriched 
mixed cultures, obtained from sea water/sediment samples collected near 
the Isle of Borkum (North Sea), using Mihagol-S (C14 , 15-n-alkanes) as 
principal carbon source. These Gram- negative, aerobic, rod-shaped 
bacteria use a limited number of organic compounds, including aliphatic 
hydrocarbons, volatile fatty acids, and pyruvate and its methyl ether. 
During cultivation on n-alkanes as sole source of carbon and energy, all 
strains produced both extracellular and cell-bound surface-active glucose 
lipids which reduced the surface tension of water from 72 to 2 9 mN m-1 
(16) . This novel class of glycolipids was found to be produced only by 
these strains. The 16S rRNA gene sequence analysis showed that these 
strains are all members of the gamma- subclass of the Proteobacteria . 
Their phospholipid ester- linked fatty acid composition was shown to be 
similar to that of members of the genus Halomonas, although they did not 
demonstrate a close phylogenetic relationship to any previously described 
species. On the basis of the information summarized above, a new genus 
and species, Alcanivorax borkumensis, is described to include these 
bacteria. Strain SK2T is the type strain of A. borkumensis. 
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TI Intracellular bacteria associated with the ascidian Ecteinascidia 
turbinata: Phylogenetic and in situ hybridisation analysis. 

AU Moss, C. [Reprint Author]; Green, D. H. ; Perez, B.; Velasco, A.; 
Henriquez, R. ; McKenzie, J. D. 

CS Marine Resource Centre, Integrin Advanced Biosys terns, Barcaldine, Oban, 
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SO Marine Biology (Berlin), (July 2003) Vol. 143, No. 1, pp. 99-110. print. 

CODEN: MBIOAJ. ISSN: 0025-3162. 
DT Article 
LA English 

ED Entered STN : 1 Oct 2003 
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AB The ascidian Ecteinascidia turbinata (Herdman) is a 

colonial sea squirt found in the Caribbean and Mediterranean Seas. In the 
present study, the bacterial complement of E. turbinata has been assessed 
by 16S rRNA gene analysis and the most commonly occurring strains 
identified by restriction fragment length polymorphism. Three strains 
were found to predominate using this approach, with one representing >50% 
of clones from both larval and adult material. The 16S rRNA gene sequence 
of the most commonly occurring strain did not match with any known 
bacterial sequences and could only be assigned to the gamma-proteobacteria 
subdivision. The two other frequently occurring strains were assigned to 
the Mollicutes. In situ hybridisation analysis with eubacterial probes to 
16S rRNA revealed the presence of apparently endosymbiotic bacteria in 
adult and larval tissue, and electron microscopy confirmed the presence of 
putative bacteriocytes in the larval tissue. The presence of the same 
bacteria in the brooded larvae suggested that they were vertically 
transmitted from parent to offspring. Further hybridisation using a novel 
probe designed to be specific to the 16S rRNA sequence of the dominant 
strain, highlighted the same cell types as that revealed by the 
eubacterial probe. The results suggest that the bacteria represent a 
novel strain, denoted "Candidatus Endoecteinascidia f rumen tens is" , and 
that they may have an important role in the biology of E. turbinata. 
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L4 6 S GAMMA (A) PROTOBACTERI? 

L5 OS 16S(W) RIBOZOMAL (W) RNA 

L6 13711 S 16S(W) RIBOSOMAL (W) RNA 



L7 

L8 

L9 

L10 

Lll 

L12 



85 S PROTOBACTERI? 
6 S h6 AND L7 

6 DUP REM L8 (0 DUPLICATES REMOVED) 
429 S ECTEINASCIDIA (W) TURBINATA 
1 S L6 AND L10 

6 S CANDIDATUS (W) ENDOECTEINASCIDIA 



(W) FRUMENTENSIS 



=> s 16 and 112 

L13 1 L6 AND L12 

=> d ibib ab 
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AB 



BIOS IS COPYRIGHT (c) 2006 The Thomson Corporation on STN 
2003 :455344 BIOSIS 
PREV200300455344 

Intracellular bacteria associated with the ascidian 
Ecteinascidia turbinata: Phylogenetic and in situ 
hybridisation analysis. 

Moss, C. [Reprint Author]; Green, D. H. ; Perez, B.; 
Velasco, A.; Henriquez, R. ; McKenzie, J. D. 
Marine Resource Centre, Integrin Advanced Biosystems, 
Barcaldine, Oban, Argyll, PA37 1SE, UK 
claire_moss@yahoo . com 

Marine Biology (Berlin), (July 2003) Vol. 143, No. 1, pp. 
99-110. print. 

CODEN: MBIOAJ. ISSN: 0025-3162. 
Article 
English 

Entered STN: 1 Oct 2003 
Last Updated on STN: 1 Oct 2003 
The ascidian Ecteinascidia turbinata (Herdman) 
found in the Caribbean and Mediterranean Seas, 
bacterial complement of E. turbinata has been assessed by 16S rRNA gene 
analysis and the most commonly occurring strains identified by restriction 
fragment length polymorphism. Three strains were found to predominate 
using this approach, with one representing >50% of clones from both larval 
and adult material. The 16S rRNA gene sequence of the most commonly 
occurring strain did not match with any known bacterial sequences and 
could only be assigned to the gamma-proteobacteria subdivision. The two 
other frequently occurring strains were assigned to the Mollicutes. In 
situ hybridisation analysis with eubacterial probes to 16S rRNA revealed 
the presence of apparently endosymbiotic bacteria in adult and larval 
tissue, and electron microscopy confirmed the presence of putative 
bacteriocytes in the larval tissue. The presence of the same bacteria in 
the brooded larvae suggested that they were vertically transmitted from 
parent to offspring. Further hybridisation using a novel probe designed 
to be specific to the 16S rRNA sequence of the dominant strain, 
highlighted the same cell types as that revealed by the eubacterial probe. 
The results suggest that the bacteria represent a novel strain, denoted " 
Candidatus Endoecteinascidia f rumentensis" , 

and that they may have an important role in the biology of E. turbinata. 



is a colonial sea squirt 
In the present study, the 
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LI OSS GAMMA (A) PROTOBACTERIUM 

L2 OSS GAMMA (A) PROTOBACTERI? 

L3 IS GAMMA (A) PROTOBACTERIUM 

L4 6 S GAMMA (A) PROTOBACTERI? 

L5 OS 16S(W) RIBOZOMAL (W)RNA 



L6 13711 S 16S(W) RIBOSOMAL (W) RNA 

L7 85 S PROTOBACTERI? 

L8 6 S L6 AND L7 

L9 6 DUP REM L8 (0 DUPLICATES REMOVED) 

L10 429 S ECTEINASCIDIA (W) TURBINATA 

Lll 1 S L6 AND L10 

L12 6 S CANDIDATUS (W) ENDOECTEINASCIDIA (W) FRUMENTENS I S 

L13 1 S L6 AND L12 

=> e esteban p e/au 

El 1 ESTEBAN OSVALDO/AU 

E2 50 ESTEBAN P/AU 

E3 0 --> ESTEBAN P E/AU 

E4 26 ESTEBAN P F/AU 

E5 2 ESTEBAN P G/AU 

E6 3 ESTEBAN P L/AU 

E7 1 ESTEBAN P O/AU 

E8 2 ESTEBAN PALACIO J/AU 

E9 2 ESTEBAN PALOMA/ AU 

E10 1 ESTEBAN PARGA FRANCISCO JAVIER/ AU 

Ell 15 ESTEBAN PARRA M J/AU 

E12 1 ESTEBAN PATRICIA/AU 

=> e perez t a/au 

El 13 PEREZ SYLVIE/AU 

E2 578 PEREZ T/AU 

E3 4 --> PEREZ T A/AU 

E4 1 PEREZ T A T/AU 

E5 1 PEREZ T ALDEIMA T/AU 

E6 4 PEREZ T B/AU 

E7 1 PEREZ T B STACH/AU 

E8 9 PEREZ T C/AU 

E9 13 PEREZ T D/AU 

E10 32 PEREZ T E/AU 

Ell 1 PEREZ T FERNANDEZ/AU 

E12 28 PEREZ T H/AU 

= > s e2 

L14 578 "PEREZ T"/AU 
=> e iglesis a v/au 

El 2 IGLES IAS YDELACUEVA C/AU 

E2 1 IGLESIES I ANGLES D JOSEP/AU 

E3 0 --> IGLESIS A V/AU 

E4 1 IGLESIS C/AU 

E5 8 IGLESIS R/AU 

E6 1 IGLESISA M J/AU 

E7 1 IGLESISAS RUBIANES L/AU 

E8 3 IGLESIUS G/AU 

E9 1 IGLESIUS GABRIELA/AU 

E10 1 IGLESIUS ROZAS J R/AU 

Ell 1 IGLESKI B/AU 

E12 1 IGLESLAS A/AU 

=> e moreno r m/au 

El 1 MORENO R JUAN JOS E/AU 

E2 27 MORENO R L/AU 

E3 47 --> MORENO R M/AU 

E4 15 MORENO R M B/AU 

E5 2 MORENO R M G/AU 

E6 1 MORENO R MA/AU 

E7 1 MORENO R NORALBA/AU 

E8 13 MORENO R O/AU 

E9 19 MORENO R P/AU 



E10 1 MORENO R PARADA/AU 

Ell 1 MORENO R PENA/AU 

E12 4 MORENO R R/AU 

= > s e3 

L15 47 "MORENO R M"/AU 
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LI OSS GAMMA (A) PROTOB ACTER IUM 

L2 OSS GAMMA (A) PROTOBACTERI? 

L3 IS GAMMA (A) PROTOBACTERIUM 

L4 6 S GAMMA (A) PROTOBACTERI? 

L5 OS 16S(W) RIBOZOMAL (W)RNA 

L6 13711 S 16S(W) RIBOSOMAL (W)RNA 

L7 85 S PROTOBACTERI? 

L8 6 S L6 AND L7 

L9 6 DUP REM L8 (0 DUPLICATES REMOVED) 

L10 42 9 S ECTEINASCIDIA (W) TURBINATA 

Lll 1 S L6 AND L10 

L12 6 S CANDIDATUS (W) ENDOECTEINASCIDIA (W) FRUMENTENSIS 

L13 1 S L6 AND L12 

E ESTEBAN P E/AU 

E PEREZ T A/AU 
L14 578 S E2 

E IGLESIS A V/AU 

E MORENO R M/AU 
L15 47 S E3 

=> s 114 or 115 

L16 625 L14 OR L15 

=> s 110 and 116 

L17 0 L10 AND L16 

=> s 16 and 117 

L18 0 L6 AND L17 

=> s 16 and 116 

L19 0 L6 AND L16 

=> s 112 and 116 

L20 0 L12 AND L16 
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OSS GAMMA (A) PROTOBACTERIUM 
OSS GAMMA (A) PROTOBACTERI? 
1 S GAMMA (A) PROTOBACTERIUM 
6 S GAMMA (A) PROTOBACTERI? 
0 S 16S(W) RIBOZOMAL (W) RNA 
13711 S 16S(W) RIBOSOMAL (W) RNA 
85 S PROTOBACTERI? 
6 S L6 AND L7 

6 DUP REM L8 (0 DUPLICATES REMOVED) 
42 9 S ECTEINASCIDIA (W) TURBINATA 



LI 
L2 
L3 
L4 
L5 
L6 
L7 
L8 
L9 
L10 



Lll 1 S L6 AND L10 

L12 6 S CANDIDATUS (W) ENDOECTEINASCIDIA (W) FRUMENTENS I S 

L13 1 S L6 AND L12 

E ESTEBAN P E/AU 

E PEREZ T A/AU 

L14 578 S E2 

E IGLESIS A V/AU 

E MORENO R M/AU 

L15 47 S E3 

L16 625 S L14 OR L15 

L17 0 S L10 AND L16 

L18 0 S L6 AND L17 

L19 0 S L6 AND L16 

L20 0 S L12 AND L16 
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